Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.060; wR factor = 0.188; data-to-parameter ratio = 22.7.
There are two molecules in the asymmetric unit of the title compound, C 21 H 24 O 3 , in which the dihedral angles between the aromatic rings are 6.4 (1) and 7.0 (1) . The enone moiety of both molecules adopts an s-cis configuration. In the crystal, intermolecular O-HÁ Á ÁO and C-HÁ Á ÁO interactions to the same acceptor O atom generate R 2 1 (6) ring motifs and further C-HÁ Á ÁO interactions generate R 2 2 (8) ring motifs. Topologically, the R 2 1 (6) and R 2 2 (8) ring motifs are arranged alternately, forming [001] chains of molecules. The crystal structure is further stabilized by C-HÁ Á Á interactions.
Related literature
For general background to the biological properties of chalcone derivatives, see: Bhat et al. (2005) ; Xue et al. (2004) ; Satyanarayana et al. (2004) ; Zhao et al. (2005) ; Yayli et al. (2006) . For related structures, see: Razak, Fun, Ngaini, Rahman et al. (2009) ; Razak, Fun, Ngaini, Fadzillah et al. (2009a,b) ; Ngaini, Fadzillah et al. (2009) ; ; Razak et al. (2009a,b) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) . For bond-length data, see: Allen et al. (1987) . = 93.038 (2) V = 1742.80 (12) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 100 K 0.77 Â 0.44 Â 0.12 mm
Data collection
Bruker SMART APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.940, T max = 0.990 36519 measured reflections 10044 independent reflections 6371 reflections with I > 2(I) R int = 0.036 Refinement R[F 2 > 2(F 2 )] = 0.060 wR(F 2 ) = 0.188 S = 1.04 10044 reflections 443 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.66 e Å À3 Á min = À0.28 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg3 are the centroids of the C1A-C6A and C1B-C6B rings, respectively. Symmetry codes: (i) x þ 1; y þ 1; z À 1; (ii) x À 1; y À 1; z þ 1; (iii) x; y þ 1; z; (iv) x; y À 1; z; (v) Àx þ 1; Ày; Àz þ 1; (vi) Àx þ 2; Ày þ 2; Àz; (vii) Àx þ 1; Ày þ 2; Àz.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. 
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Comment
Biological properties of chalcone derivatives such as anticancer (Bhat et al., 2005) , antimalarial (Xue et al., 2004) , antioxidant and antimicrobial (Yayli et al., 2006) , antiplatelet (Zhao et al., 2005) as well as antihyperglycemic (Satyanarayana et al., 2004) activities have been widely reported. We have synthesized in our lab chalcone derivatives possessing alkyl chains which were tested against E. coli ATCC 8739 for their antibacterial activities. In this paper, we report one of these chalcone derivatives, the title compound (I).
There are two crystallographically independent molecules (A and B) in the asymmetric unit ( Fig. 1 ). The bond lengths of (I) have normal values (Allen et al., 1987) . In molecule A, the mean plane through the enone moiety (O2/C7/C8/C9) makes a dihedral angle of 4.5 (1)° with the C1-C6 benzene ring whereas the angle is 4.4 (1)° with C10-C15 benzene ring; the corresponding angles are 8.7 (1) and 3.3 (1)°, respectively, for molecule B. The two benzene rings make a dihedral angle of 6.4 (1)° in molecule A and 7.0 (1)° in molecule B. In both molecules, the enone moiety adopts s-cis configuration with C7-C8-C9-O2 torsion angle being 3.7 (2)° in molecule A and 2.2 (2)° in molecule B.
The alkoxyl tail in both molecules are roughly coplanar with the attached benzene ring with C16-O3-C13-C14 torsion angles of 5.5 (2)° and 6.2 (2)° for molecules A and B, respectively. These chains initially maintained its planarity with the largest torsion angle deviation from the ideal 180° being 1.3 (1)° and 2.2 (1)° for O3-C16-C17-C18 in molecules A and B, respectively. However, the deviation of the alkoxyl tail from planarity starts in the aliphatic chain. The twist about the C18-C19 bond can be shown from the C17-C18-C19-C20 torsion angle of -165.1 (2)° in molecule A and -167.1
(2)° in molecule B. The twist about the C19-C20 bond are indicated by C18-C19-C20-C21 torsion angles of -67.1
(2)° for molecule A and -64.9 (2)° for molecule B.
In molecule A, the widening of C5-C6-C7 and C6-C7-C8 angles to 123.2 (2)° and 128.0 (2)°, respectively, may be the outcome of the short H5AA···H8AA (2.28 Å) contact. Similarly, strain induced through short H8AA···H11A (2.10 Å) and H14A···H16A (2.35 Å) contacts resulted in the widening of C9-C10-C11 (123.0 (2)°) and O3-C13-C14 (124.8
(2)°) angles, respectively. The distortion of the angles which is relative to what is anticipated in terms of hybridization rules can also be observed in molecule B. The opening of C5-C6-C7 (123.2 (2)°) and C6-C7-C8 (127.8 (2)°) angles is the consequence of the close interatomic contact of H5BA···H8BA (2.30 Å) while the effect of short H8BA···H11B (2.11 Å) contact resulted in the widening of C9-C10-C11 (123.2 (2)°). Likewise, the enlargement of O3-C13-C14 angle to 125.0 (2)° is due to the strain induced by short H14B···H16C (2.35 Å) contact. Similar features can also be found in related structures previously reported Razak, Fun, Ngaini, Fadzillah et al., 2009a,b; Ngaini, Fadzillah et al., 2009; ).
In the crystal structure, bifurcated acceptor bond is formed by O2A atom in molecule A through O1B-H1OB···O2A i and C1B-H1BA···O2A i while similar acceptor bonds involving O2B in molecule B is formed through O1A-H1OA···O2B ii and C1A-H1AA···O2B ii intermolecular interactions (Table 1) . These bifurcated acceptor bonds generate R 2 1 (6) ring motifs supplementary materials sup-2 (Bernstein et al., 1995) while intermolecular C12B-H12B···O3A iii and C12A-H12A···O3B iv interactions involving both molecules generate an R 2 2 (8) ring motifs. The R 2 1 (6) and R 2 2 (8) ring motifs are arranged alternately throughout the structure forming chains down on the c-axis (Fig. 2) . The crystal structure is further stabilized by C-H···π interactions.
Experimental
A mixture of 3-hydroxybenzaldehyde (1.22 g, 10 mmol) and 4-hexyloxyacetophenone (2.20 ml, 10 mmol) and KOH (2.02 g, 36 mmol) in 30 ml of methanol was heated at reflux for 24 h. The reaction was cooled to room temperature and acidified with cold diluted HCl (2 N). The resulting precipitate was filtered, washed and dried. After a few days of slow evaporation, colourless plates of (I) were collected.
Refinement
All the H atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.97 Å. The U iso values were constrained to be -1.5U eq (methyl H atoms) and -1.2U eq (other H atoms). The rotating model group was considered for the methyl group. In the case of O1A and O1B, the hydrogen atoms were located from a difference Fourier map and refined isotropically. Table 1 . Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0084 (7) C3A 0.0251 (9) 0.0183 (8) 0.0226 (9) 0.0005 (7) 0.0050 (7) 0.0082 (7) C4A 0.0278 (9) 0.0188 (8) 0.0213 (9) 0.0044 (7) 0.0076 (7) 0.0036 (7) C5A 0.0248 (9) 0.0226 (8) 0.0161 (8) 0.0035 (7) 0.0071 (7) 0.0074 (7) (6) 0.0027 (7) 0.0044 (6) C12A 0.0218 (8) 0.0147 (7) 0.0163 (8) 0.0022 (6) 0.0051 (7) 0.0020 (6) C13A 0.0150 (7) 0.0181 (8) 0.0154 (8) −0.0005 (6) 0.0024 (6) 0.0052 (6) C14A 0.0188 (8) 0.0153 (7) 0.0191 (9) 0.0009 (6) 0.0040 (7) 0.0060 (6) C15A 0.0189 (8) 0.0164 (8) 0.0170 (8) 0.0023 (6) 0.0030 (7) 0.0026 (6) C16A 0.0211 (8) 0.0141 (7) 0.0202 (9) 0.0004 (6) 0.0040 (7) 0.0069 (6) C17A 0.0205 (8) 0.0166 (8) 0.0174 (8) −0.0009 (6) 0.0031 (7) 0.0074 (6) C18A 0.0257 (9) 0.0183 (8) 0.0197 (9) −0.0003 (7) 0.0049 (7) 0.0084 (7) C19A 0.0253 (9) 0.0193 (8) 0.0206 (9) −0.0003 (7) 0.0061 (7) 0.0072 (7) C20A 0.0312 (10) 0.0228 (9) 0.0217 (9) −0.0054 (7) 0.0058 (8) 0.0076 (7) C21A 0.0494 (13) 0.0252 (10) 0.0437 (13) 0.0081 (9) 0.0132 (11) 0.0185 (9) O1B 0.0327 (7) 0.0212 (6) 0.0153 (6) 0.0026 (5) 0.0076 (5) 0.0087 (5) O2B 0.0343 (7) 0.0193 (6) 0.0187 (7) 0.0042 (5) 0.0120 (6) 0.0062 (5) (9) 0.0018 (7) 0.0054 (7) 0.0076 (7) C20B 0.0301 (10) 0.0255 (9) 0.0228 (9) 0.0053 (7) 0.0081 (8) 0.0137 (7) 
